* Changes between baseline and first drug withdrawal visit for DBP and BMI and between baseline and 9-month visit for 24-hour sodium.
The table includes polymorphisms that were associated (p < 0.1) with weight and salt sensitivity using linear statistics as described in detail on page 6.
Tables S4 and S5 depict the estimation of the number of truly significant observed associations (true discoveries) as the number of observed significant associations minus the number of false discoveries expected to occur at a given P value based on our simulation data. Tables S4 and S5 show the 50th and 80th percentiles of counts of false discoveries generated from 100 simulations of the random data set for SBP (Table S4 ) and 100 simulations for DBP (Table S5 ) (see pages 11-12 of the manuscript for further details).
As an example, in Table S4 , Group 2 (Wt Only), the difference between the expected discoveries (at the 50th percentile, with alpha=0.1) and the observed discoveries ranges between 1 and 3.5. This suggests that the number of true discoveries would be 2 or 3. In Table 2 , we ranked the observed six polymorphisms with significant association to SBP change according to the P values of the association and chose the 3 polymorphisms with the lowest p-values. Those were included in the third column of Table 3 . Similar estimations were performed for DBP change as shown in Tables S5, S3 , and 3, respectively. Figure S1 . Box plots of weight sensitivity and salt sensitivity associated with selected polymorphisms. Figure S2 . Diagram of a recursive partition tree with polymorphisms as the partitioning variables in the weight loss group. Figure S1 . Figure S2 .
